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Table S1. Summary of the purification of DEBS 3, expressed with and without

chaperonins.

Protein conc.
Total protein (mg)

Purification fraction (mg mL™Y)

-) (+) -) (+)
Clear lysate 29.1 | 321 877+3 965 + 3
Nickel-IDA 1.2 1.6 26.4+04 35.0£0.2
lon exchange 0.79 1.3 6.2+0.1 10.7+£0.2
Gel filtration 1.7 2.8 51+0.1 84+0.2

(+): With chaperonins, (-): Without chaperonins. The values given are the means of at least three

independent measurements, together with their standard deviation.



GroEL1 (S. coelicolor) against GroEL
Similarity: 70.4%, identity: 57.6%
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GroES (S. coelicolor) — GroES (E. coli)
Similarity: 54.8%, identity: 40.4%
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Figure S1. Alignment of GroEL and GroES chaperonins from Streptomyces coelicolor with

their counterparts from Escherichia coli:



GroEL2 (S. coelicolor) against GroEL
Similarity: 70.8%, identity: 59.1%
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Figure S1. (cont.)
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